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were considered as cases and negative as controls. Data regarding
socio-demographic factors were collected through a predesigned
questionnaire after taking verbal consents from the patients. Data
was entered and analyzed by SPSS 16. Chi square test was applied
to see the association between various socio-demographic factors
and dengue fever. Odds ratio was calculated to determine the risk
of these factors at p-value <0.05.
Results: Results regarding various hypothesized risk factors
were Job status (OR=1.47), Type of housing (OR=2.21), Door
Mesh (OR=0.305), Mesh on Windows (OR=0.58), Use of Insect
Killer (OR=0.52), Stagnantwater in house (OR=1.881),Water stor-
age tank (OR=0.31), Water leakage in main supply (OR=2.47),
Buckets/Tubs Covering (OR=0.701), Disposal of house hold waste
(OR=0.244), Outdoor plants near the house (OR=1.113), Water in
vicinity of plant (OR=1.159), Morning Walk (OR=2.918), Covering
of sleeves when go outdoor (OR=0.863), Covering of feet when go
outside (OR=0.703), Going out at Dawn (OR=2.11), Going out at
dusk (OR=2.189).
Conclusion: Dengue illness in Lahore is due to the presence
of potential risk factors present inside/outside of homes as well
as behaviour such as lack of personal and home protection which
exposed them to the dengue vector.
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Background: The main entomological justiﬁcation for use of
insecticide-treatedbednets (ITNs)/LongLasting Insecticide-treated
bed nets (LLINs) as the main malaria vector control method in
Uganda is that most biting by Anopheles gambiae sensu lato and
Anopheles funestus group, the principal vectors is believed to occur
between 10:00pm and 5:00am when most people are in bed and
under bed nets. Hypothetically, this biting pattern changed follow-
ing prolonged use of ITNs/LLINs, rendering this intervention less
effective, explaining the continued morbidity and mortality due to
malaria in endemic Uganda. A longitudinal study was conducted to
determine the Plasmodium falciparum sporozoite-infective biting
hours of the night and the parasite transmission intensities under
prolonged use of ITNs/LLINs in Kamuli district.
Methods & Materials: A P.f. circum-sporozoite protein ELISA
was carried out on 551 (112 pools) and 1640 (331 pools) Anophe-
les gambiae s.l. and An. funestus group caught at different hours of
the night in intervention (with ITNs) and non-intervention (with-
out ITNs) zones respectively. The circumsporozoite positivity of
the vectors was related to the time of biting humans, while the
annual entomological inoculation rates (AEIRs) were obtained by
multiplying the average annual humanbiting rate by the sporozoite
rate.
Results: Results showed no impact of ITNs/LLINs on the
sporozoite-infective biting hours of the night andprobably reduced
sporozoite infection rates. Infective biting by the vectors occurred
throughout the night, with peak infection occurring between 20:00
and 04:00hours in both zones, indicating protective effectiveness
of ITNs against malaria sporozoite-infective biting by the vec-
tors. In both zones, the malaria transmission potential was higher
outdoors than indoors, and was several fold higher in the non-
intervention than in the intervention zone, indicating that ITNs
may have reduced the EIRs in the intervention zone. The AEIRs in
both zones exceeded one, placing Kamuli district far from malaria
elimination phase like most of the country
Conclusion: An integrated approach to malaria control should
be adopted in Kamuli district and other parts of the country to
reduce the transmission intensity to levels that could interrupt
P. falciparum malaria transmission, and possibly driving Uganda
closer to the malaria elimination phase.
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Background: Lassa fever is an acute febrile illness caused by the
Lassa virus, a member of the family of Arenaviridae, whose natural
hosts are rodents of the genus Mastomys. The community based
descriptive cross sectional study set out to assess the prevalence
of risk factors and serostatus to Lassa virus speciﬁc IgM and IgG
antibodies in Lassa fever endemic communities in Esan West local
government area of Edo state, Nigeria.
Methods & Materials: The knowledge and risk practices on
Lassa feverof fourhundredand twentyone respondents selectedby
means of a multistage sampling technique was determined using
an interviewer administered structured questionnaire. Their Lassa
speciﬁc antibodies IgG and IgM were determined using ELISA.
Results:One hundred and ninety three (76.6%) respondents had
poor knowledge, and 18 (7.1%) good knowledge. Knowledge was
signiﬁcantly associated with level of education (p=0.02). There
was no association of knowledge with occupation (p=0.67) and
sex (p=0.69).
Onehundred andninety three (45.8%) respondents hadhigh risk
of rodent contact, 228 (54.2%) had low risk. Overall, 142 (33.7%)
were at risk of disease from poor food hygiene practices, whereas
the majority, 279 (66.3%) had low risk. IgM was found in 2(1.3%)
respondents, and IgG, in 62 (35.0%). Sex (p=0.09) and occupa-
tion (p=0.21) were not found to have any statistically signiﬁcant
association with IgM status. IgG status was signiﬁcantly associated
with educational level (p =0.025), age (p =0.003) andmarital status
(p =0.006).
